/ 

' FEB 1 3 2002 c 

<110> \&obin, EJ^ine 

Sa-:iaTru7 3 hoi i 

<: 1 2 '-J ^ regulation of Circadian Rhythm and Flowering 

<13u-> 1 30 54 . 02 JJ/UC99-253-2 

< 1 4 0 > 09/359, 026 
< 1 4 1 > 1 9 9 9 - 0 7-22 

<150-> 63/' 0 94 ,0 72 
v 1 5 I ■ * I ^ 9 & - -j 7 - 4 

<16C> 11 

< 1 7 C '> Parent In version 3.1 

<210 > 1 
•Oil > 1030 
<212> ON A 

< 2 1 3 > Arabidopsis thaliana 

< 4 0 0 > 1 

qt.cgacc:ac gegtccgaga agaaaaccct agatttctcc gtctctctaa tttcctttct 6 
0 

ctctcaagct tctcagaaag tctgacactt tcgagaatct aatctccaaa tttcttgtct 12 
Cj 

ttttggagaa ggaatcgaat tatgtacaag gaacgtagtg gaggaggtgg tggtgggtca 13 

r 

togagatcag agatcctegg tggagctatt gateggaaac gaatcaacga tgcactcaat 24 



a..oaaa z tag agaaat 3t tc aac: tccacc ac:acat:ta gggt tt tctc ttctaaagac 




RECEIVED 

FEB 2 1 
TECH CENTER -6C0 ; 29 



o aaa 



' 3 : o 1 



s t a a a t 



• a a t a a \ 



aa t etc: tc 



tgtgaagt og atgaagatta tat tcaaaat 



^ ^ b i r. S 1 j cj a n 3 . S T 2 5 . t x + 



attttagatg ttgatgcttc caaeagtgag atgtttactg atgaacaqca tgaaatggtg 60 

gaatcagstg ctgagatgct atatggtrtt att^atgtts gttacattct gac:ac:aaa 6-5 

ggaatggctg caatgactga gaagtacaag aactgtgatt tcgggagatg sccgagagtt 72 
:j 

vtctgttgcg gtcagtcttg tctt: —agtt ggacaatccg atatcccgag atcgagtact 78 

qtgaagatat actgccctaa atgcgaggat atatcttacc cgcgatctaa attccaaggc 84 
0 

aatattgatg gagcgtactt tggaa:caca ttc:stcact tgttcttgat gacntarggg 90 

aacttaaagc cgcagaagcc tact:aaagc tatgtcccaa aaatctttgg cttraaggta 90 

cacaaaccat gatactagtg ctctgcattc tcaatggtga tacatttagt ggctctgtaa 102 

0 

ttgcatccgg atgagcaact gaaacgatag ctgcggtgac tggagcatac atcaaccatt 108 



<210> 2 

v211> 27 6 

•0":12> PRT 

<:2 1 3> Arabidops is thai lana 

v 4 0 0 > 2 

Met Tyr Lys Glu Arg Ser Gly Gly Gly Gly Gly Gly Ser 3er Arg Ser 

1 5 10 15 



Glu lie Leu Gly Gly Ala lie Asp Arg lys Arg lie Asn Asp A^a 



Asn Lys Lys Leu Glu Lys Ser Ser Thr Ser Thr Thr Thr Ser Arg Val 
3 5 4 5 4 5 



r ne Ser Ser Lys Asp Lys Asp Pro Fhe Ser Phe 



Tobin_Sugano . ST25 . txr 



o ^ r". — O ^ rlj noL' ■« a ^ o - w* ^ c I ■ -j ^ , 

6 5 T 0 



Ser Gly Ser Glu Gly Asp Asp Thr Ser Trp Tie Ser Trp Phe Cys As: 
3 5 ^ 90 9 5 



Leu Arg Gly Asn Asp Phe Phe Cys Glu Val Asp Glu Asp Tyr H< 
1 0 C 115 1 1 0 



Asp Aso Phe Asn Leu Cys Gly Leu Ser Gly Gin Val Pro Tyr Tyr Asp 
115 120 125 



Tyr Ala Leu Asp Leu He Leu Asp Val Asp Ala Ser Asn Ser Glu Met 
130 135 140 



Phe Thr Asp Glu Gin His Glu Met Val Glu Ser Ala Ala Glu Met Leu 
14: 150 1 5 E 160 



Tyr Gly Leu He His Val Arg Tyr He Leu Thr Thr Lys Gly Met Ala 
165 170 175 



Ala Met Thr Glu Lys Tyr Lys Asn Cys Asp Phe Gly Arg Cys Pro Arg 
180 1-5-5 190 



Val Phe Cys Cys Gly Gin Ser Cys Leu Pre Val Gly Gin Ser Asp lie 
19 5 2 C 0 2 0: 



Pre- Arg Ser Ser Thr Val Lys He Tyr Cys Pro Lys Cys Glu Asp He 
210 215 220 



Ser Tyr Pro Arg Ser Lys Phe Gin Gly Asn He Asp Gly Ala 

? ? = 1 i n 2 3 5 



Me t . n r . y r o ± y A s n u ^ y s 
25C ^ ' 255 



Pro Gin Lys Pro Thr Gin Ser Tyr Val Pro Lys He Phe Gly Phe Lys 

260 265 2 7 u 



Tobin Suqano.ST25.txt 



Vai His Lvs rr< 
275 



v210> 3 

<:n> 32 

<212^ PF.T 

< 2 1 5> Unknown 



potential met a 1 -binding motif 



<22I> m:sc_feature 

v22 2v (3) . . (28) 

<223> X = any amino acid 



<220> 

<22 I > M I SC_FEATURE 

<22 2> (31) . . (31) 

<22 3> X = any amino acid 



< 4 0 C > 3 



Cvs Pro Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
T 5 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Pro Xaa Cys 

20 25 30 



<- : 1 C > A 

v _ i 1 - 5 

<212> PRT 

<2 13> Unknown 

< 2 2 C > 

v:221*-- conserved autophosphorylat ion site 



Ser oer Ser Giu Glu 



:lCr> 5 

:12 * PRT 

: : 2 ^ UnKnc 



rage 4 



Tobm_Sugano . ST25 . rxt 



<:22C* 

<22 3 > CK2 recognition phosphorylation site 
<400> 5 

Ser Gly Ser Glu Gly Asp 



< 2 1 C > 6 

v w i 1/ o 

<J12^ PRT 

<212> Unknown 



<22 3> CK2 recognition phosphorylation site 
< 4 : J C > *: 

Ser Glu Gly Asp Asp 
1 * 5 



<2:i> 7 

<2 11> 50 

<212> DNA 

< 2 1 3 > Unknown 

v 2 2 0 > 

<-222^ c-myc Bgl-II site 

4 0 0 ■> 7 

aattgagatc tcatggagca aaagcttatc agcgaggagg acttgaa 



8 

49 
DNA 

Unknown 



v 22 2 '* c-myc 3gl-Il site 




# 



Tobin_Sugano .ST25.txt 




CKB3 primer 



9 



acoaggaacg tagtggagga ggt 



<210> 10 

<211> 2 3 

^.212 > DMA 

- 2 1 3> Arti f lcial Sequence 
<220> 

<223> CP:B3 primer 

<4 0C> 10 

aaccctagat gtggtggtgg aag 



<212> PRT 

« 2 1 2 > Artificial Sequence 

<2: c > 

*:223> Specific peptide substrate 

<400> 11 



<:2 1 C > 
< 2 1 1 > 



11 
10 



Arg Arg Arg Asp Asp Asp Ser Asp Asp Asp 

1 5 10 



